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Results: Boosting with AIDSVAX B/E broadens gp120-

Introduction

Results: Modest boosting of CD4 T cell responses with
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terms of protection, the current study was designed to determine whether boosting prior recipients of
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DDMMM M M Vaccine PBMC were stimulated with Env and Gag PTE pools, stained with a 17 color panel, and analyzed by flow cytometry. CD4 T cells producing IFN-y and/or IL-2 are A .
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Flow cytometry was used to examine HIV-1-specific CD4+ and CD8+ T-cel responses using a validated ICS assay. A 17-color staining panel was used to stain for 20000+
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Results: Boosting with MVA/HIV62B and/or Summary
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- g Figure 3: Neutralizing antibodies main seen against HIVys. 5. Boosting of CD4 T cell responses was observed in most vaccinees with a higher frequency and
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Significance for vaccine design
Figure 1: Local and systemic symptoms in 27 vaccinees.
Note that the study remains blinded in terms of safety, but all 27 participants received some form of boost with 24 These data indicate that a broadened antibody response can be induced in vaccinees who
receiving a second boost. Rightand left pain and/ortenderness as well as maximum systemic symptoms and fever. . . . . . .
A k I d t previously received a DNA/MVA vaccine regimen when boosted with AIDSVAX B/E. While the
CKnowie Qemen S correlates of vaccine-induced protection against HIV infection are poorly understood, it seems
reasonable to expect that a broadening of antibody responses is a useful feature for a vaccine
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